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4 <110> APPLICANT: Monaci, Paolo 

5 Gallo, Pasquale 

6 Nuzzo, Mauri zio 

8 <120> TITLE OF INVENTION: SYNTHETIC GENE ENCODING HUMAN EPIDERMAL 

9 GROWTH FACTOR 2/NEU ANTIGEN AND USES THEREOF 
12 <130> FILE REFERENCE: ITR0065YP 

C--> 14 <140> CURRENT APPLICATION NUMBER: US/10/565 , 418 
C--> 14 <141> CURRENT FILING DATE: 2006-01-23 

14 <150> PRIOR APPLICATION NUMBER: PCT/EP2004/008234 

15 <151> PRIOR FILING DATE: 2004-04-20 

17 <150> PRIOR APPLICATION NUMBER: 60/489,237 

18 <151> PRIOR FILING DATE: 2003-07-21 
20 <160> NUMBER OF SEQ ID NOS : 14 

22 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 3768 

26 <212> TYPE: DNA 

27 <213> ORGANISM: Artificial Sequence 

29 <220> FEATURE: 

30 <223> OTHER INFORMATION: HER2opt 

32 <400> SEQUENCE: 1 

33 atggagctgg ccgccctgtg ccgctggggc ctgctgctgg ccctgctgcc ccccggcgcc 60 

34 gccagcaccc aggtgtgcac cggcaccgac atgaagctgc gcctgcccgc cagccccgag 12 0 

35 acccacctgg acatgctgcg ccacctgtac cagggctgcc aggtggtgca gggcaacctg 180 
3 6 gagctgacct acctgcccac caacgccagc ctgagcttcc tgcaggacat ccaggaggtg 240 
3 7 cagggctacg tgctgatcgc ccacaaccag gtgcgccagg tgcccctgca gcgcctgcgc 3 00 
38 atcgtgcgcg gcacccagct gttcgaggac aactacgccc tggccgtgct ggacaacggc 360 
3 9 gaccccctga acaacaccac ccccgtgacc ggcgccagcc ccggcggcct gcgcgagctg 420 

40 cagctgcgca gcctgaccga gatcctgaag ggcggcgtgc tgatccagcg caacccccag 480 

41 ctgtgctacc aggacaccat cctgtggaag gacatcttcc acaagaacaa ccagctggcc 540 

42 ctgaccctga tcgacaccaa ccgcagccgc gcctgccacc cctgcagccc catgtgcaag 600 

43 ggcagccgct gctggggcga gagcagcgag gactgccaga gcctgacccg caccgtgtgc 660 

44 gccggcggct gcgcccgctg caagggcccc ctgcccaccg actgctgcca cgagcagtgc 720 

45 gccgccggct gcaccggccc caagcacagc gactgcctgg cctgcctgca cttcaaccac 780 

46 agcggcatct gcgagctgca ctgccccgcc ctggtgacct acaacaccga caccttcgag 840 

47 agcatgccca accccgaggg ccgctacacc ttcggcgcca gctgcgtgac cgcctgcccc 900 

48 tacaactacc tgagcaccga cgtgggcagc tgcaccctgg tgtgccccct gcacaaccag 960 

49 gaggtgaccg ccgaggacgg cacccagcgc tgcgagaagt gcagcaagcc ctgcgcccgc 1020 

50 gtgtgctacg gcctgggcat ggagcacctg cgcgaggtgc gcgccgtgac cagcgccaac 1080 

51 atccaggagt tcgccggctg caagaagatc ttcggcagcc tggccttcct gcccgagagc 1140 

52 ttcgacggcg accccgccag caacaccgcc cccctgcagc ccgagcagct gcaggtgttc 1200 

53 gagaccctgg aggagatcac cggctacctg tacatcagcg cctggcccga cagcctgccc 1260 

54 gacctgagcg tgttccagaa cctgcaggtg atccgcggcc gcatcctgca caacggcgcc 132 0 
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55 tacagcctga ccctgcaggg cctgggcatc agctggctgg gcctgcgcag cctgcgcgag 1380 

56 ctgggcagcg gcctggccct gatccaccac aacacccacc tgtgcttcgt gcacaccgtg 1440 

57 ccctgggacc agctgttccg caacccccac caggccctgc tgcacaccgc caaccgcccc 1500 

58 gaggacgagt gcgtgggcga gggcctggcc tgccaccagc tgtgcgcccg cggccactgc 1560 

59 tggggccccg gccccaccca gtgcgtgaac tgcagccagt tcctgcgcgg ccaggagtgc 1620 

60 gtggaggagt gccgcgtgct gcagggcctg ccccgcgagt acgtgaacgc ccgccactgc 1680 

61 ctgccctgcc accccgagtg ccagccccag aacggcagcg tgacctgctt cggccccgag 1740 

62 gccgaccagt gcgtggcctg cgcccactac aaggaccccc ccttctgcgt ggcccgctgc 1800 

63 cccagcggcg tgaagcccga cctgagctac atgcccatct ggaagttccc cgacgaggag 1860 

64 ggcgcctgcc agccctgccc catcaactgc acccacagct gcgtggacct ggacgacaag 1920 

65 ggctgccccg ccgagcagcg cgccagcccc ctgaccagca tcatcagcgc cgtggtgggc 1980 

66 atcctgctgg tggtggtgct gggcgtggtg ttcggcatcc tgatcaagcg ccgccagcag 2040 

67 aagatccgca agtacaccat gcgccgcctg ctgcaggaga ccgagctggt ggagcccctg 2100 

68 acccccagcg gcgccatgcc caaccaggcc cagatgcgca tcctgaagga gaccgagctg 2160 

69 cgcaaggtga aggtgctggg cagcggcgcc ttcggcaccg tgtacaaggg catctggatc 2220 

70 cccgacggcg agaacgtgaa gatccccgtg gccatcgccg tgctgcgcga gaacaccagc 2280 

71 cccaaggcca acaaggagat cctggacgag gcctacgtga tggccggcgt gggcagcccc 2340 

72 tacgtgagcc gcctgctggg catctgcctg accagcaccg tgcagctggt gacccagctg 2400 

73 atgccctacg gctgcctgct ggaccacgtg cgcgagaacc gcggccgcct gggcagccag 2460 

74 gacctgctga actggtgcat gcagatcgcc aagggcatga gctacctgga ggacgtgcgc 2520 

75 ctggtgcacc gcgacctggc cgcccgcaac gtgctggtga agagccccaa ccacgtgaag 2580 

76 atcaccgact tcggcctggc ccgcctgctg gacatcgacg agaccgagta ccacgccgac 2640 

77 ggcggcaagg tgcccatcaa gtggatggcc ctggagagca tcctgcgccg ccgcttcacc 2 700 

78 caccagagcg acgtgtggag ctacggcgtg accgtgtggg agctgatgac cttcggcgcc 2760 

79 aagccctacg acggcatccc cgcccgcgag atccccgacc tgctggagaa gggcgagcgc 2820 

80 ctgccccagc cccccatctg caccatcgac gtgtacatga tcatggtgaa gtgctggatg 2 880 

81 atcgacagcg agtgccgccc ccgcttccgc gagctggtga gcgagttcag ccgcatggcc 2940 

82 cgcgaccccc agcgcttcgt ggtgatccag aacgaggacc tgggccccgc cagccccctg 3 000 

83 gacagcacct tctaccgcag cctgctggag gacgacgaca tgggcgacct ggtggacgcc 3060 

84 gaggagtacc tggtgcccca gcagggcttc ttctgccccg accccgcccc cggcgccggc 312 0 

85 ggcatggtgc accaccgcca ccgcagcagc agcacccgca gcggcggcgg cgacctgacc 3180 

86 ctgggcctgg agcccagcga ggaggaggcc ccccgcagcc ccctggcccc cagcgagggc 3240 

87 gccggcagcg acgtgttcga cggcgacctg ggcatgggcg ccgccaaggg cctgcagagc 3300 

88 ctgcccaccc acgaccccag ccccctgcag cgctacagcg aggaccccac cgtgcccctg 3360 

89 cccagcgaga ccgacggcta cgtggccccc ctgacctgca gcccccagcc cgagtacgtg 342 0 

90 aaccagcccg acgtgcgccc ccagcccccc agcccccgcg agggccccct gcccgccgcc 3480 

91 cgccccgccg gcgccaccct ggagcgcccc aagaccctga gccccggcaa gaacggcgtg 3540 

92 gtgaaggacg tgttcgcctt cggcggcgcc gtggagaacc ccgagtacct gaccccccag 3600 

93 ggcggagctg ctcctcagcc tcaccctcca cctgctttca gccctgcttt cgacaacctg 3660 

94 tactactggg accaggaccc tcctgagagg ggtgctcctc ctagcacctt caagggcacc 3720 

95 cccaccgccg agaaccccga gtacctgggc ctggacgtgc ccgtgtaa 3 768 

97 <210> SEQ ID NO: 2 

98 <211> LENGTH: 1255 

99 <212> TYPE: PRT 

100 <213> ORGANISM: Homo Sapiens, HER2 

102 <400> SEQUENCE: 2 

103 Met Glu Leu Ala Ala Leu Cys Arg Trp Gly Leu Leu Leu Ala Leu Leu 

104 15 10 15 

105 Pro Pro Gly Ala Ala Ser Thr Gin Val Cys Thr Gly Thr Asp Met Lys 
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